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a4, Streptomyces rubrogriseus LMG 203187 (AJ781373)
«T‘; Streptomyces violaceolatus DSM 404387 (AF503497)
Streptomyces marokkonensis Ap1' (AJ965470)

—  Streptomyces thinghirensis DSM 419197 (FM202482)
| Streptomyces griseoloalbus NBRC 130487 (AB184275)
99! Streptomyces albaduncus JCM 47157 (AY999757)
Streptomyces hyderabacensis QU-407 (FM998652)
4‘— Streptomyces malachitospinus NBRC 1010047 (AB249954)
Streptomyces olivaceus NRRL B-30097 (JOFH01000101)
98! Streptomyces pactum NBRC 134337 (AB184398)

Streptomyces coeruleorubics |SP 51457 (AJ306622)
L Streptomyces coerulescens ISP 51467 (AY999720)

Streptomyces albogriseolus NRRL B-1305T (AJ494865)
E{ Streptomyces viridodiastaticus NBRC 131067 (AB184317)
Streptomyces fimbriatus NBRC 154117 (AB184659)

I— Streptomyces atrovirens NRRL B-163577 (DQ026672)
ﬂomﬂe& fradiae NBRC 34397 (AB184776)
. Streptomyces somaliensis DSM 407387 (AJ007403)

L Streptomyces coeruleoprunus NBRC 154007 (AB184651)

29

Streptomyces learnhanii sp. nov. MUM 203J7 (MK 36844 3)

Streptomyces thermocarboxydovorans DSM 442967 (U94489)

Streptomyces leeuwenhoekii C347 (LN831790)

Streptomyces thermocarboxydus DSM 442937 (U94490)
Streptomyces lomondensis NBRC 154267 (AB184673)
Streptomyces lusitanus NBRC 134647 (AB184424)
Streptomyces deserti C63T (HE577172)
53 Streptomyces spinoverucosus NBRC 142287 (AB184578)
4|_— Streptomyces muensis MBRL 1797 JN560155
Streptomyces violaceus NRRL B-28677 (KL569104)

54 Streptomyces flavoviridis NBRC 127727 (AB184842)
98! Streptomyces pilosus NBRC 128077 (AB184161)

—
0.0020

Supplementary Figure S1. Maximum likelihood phylogenetic tree based on almost complete 16S rRNA
sequences (1490 nucleotides) showing the relationship between Streptomyces learnhanii sp. nov. MUM 203J7
and representatives of some other related taxa. Numbers at nodes indicate percentages of 1000 bootstrap re-
samplings, only values above 50% are shown. Bar, 0.002 substitutions per site.
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Supplementary Table S1. The phenotypic characteristics of Streptomyces learnhanii sp. nov. MUM 203J and

its closest related type strains.

Streptomyces Streptomyces Streptomyces Streptomyces
learnhanii coeruleoprunus coeruleorubidus thermocarboxydovorans
MUM 203J7 JCM 69197 JCM 43597 NBRC 163247
pH
2 No growth No growth No growth No growth
4 No growth No growth No growth No growth
6 Good Good Good Good
7 Good Good Good Moderate
8 Good Moderate Good Moderate
10 No growth No growth No growth No growth
NacCl
0 Good Moderate Good Moderate
2 Good Good Good Moderate
4 Moderate Good Moderate Poor
6 No growth Moderate No growth No growth
8 No growth No growth No growth No growth
10 No growth No growth No growth No growth
Temperature
4 No growth No growth No growth No growth
26 Moderate Moderate Good Good
28 Moderate Moderate Good Good
32 Moderate Moderate Good Good
37 Poor Poor Good Good
40 No growth Poor Moderate Moderate
50 No growth No growth No growth Poor
Catalase + + + +
Haemolytic (+) alpha - - -
activity
Enzymatic test
Amylolytic + - + +
activity
Chitinase - - - -
activity
Xylanase - - - -
activity
Protease activity - + - -
Cellulase - - - -
activity
Growth
ISP2 Moderate Good Good Good
ISP3 No growth No growth Moderate No growth
ISP4 No growth No growth No growth No growth
ISP5 Poor Moderate Moderate Moderate
ISP6 Good Good Good Good
ISP7 Poor Moderate Moderate Moderate
AlA Poor Moderate Poor Moderate
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Good Good Good Good
SCA Moderate Good Moderate Moderate
NA Moderate Good Moderate Poor
LBA Good Moderate Good Good
MHA Good Moderate Good Good

+, positive; -, negative. All data are obtained concurrently from this study.
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